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. Phylogenetic tree based on the 16S rRNA sequences showing the phylogenetic relationship of the OTUs obtained in this study and sequences obtained from other hot springs belonging to phylum Chloroflexi. OTU numbers in this study are shown in red bold (253 bp sequence length) while other sequences from Nakabusa hot springs are shown in black bold. Only sequences with length >1000 bp were used for phylogenetic calculations. Sequence length <1,000 bp were added using the Parsimony method without changing tree topology. Table S3 .Comparison of the differences of the mean relative abundances of vertical distribution of phototrophs between May and November 2017 using T-test as statistical tool.
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